
Peptidome Submission Check List 

 
 Create a NCBI login account 

Create a NCBI login account to view the detailed instruction about peptidome data submission. 
http://www.ncbi.nlm.nih.gov/peptidome/ 
 

 Prepare files to be submitted  
Prepare the following files with the required formats and contexts. 
(Please see http://www.ncbi.nlm.nih.gov/peptidome/guidelines/) 

 Metadata spreadsheet 

 Study 
 Sample preparation, instrumentation, and data processing 

 Samples 

 Sample files 
 Data files 

 Raw files: XML formats (mzData, mzXML, or mzML), or text formats (.mgf, .pkl, .sqt, .dta). 

 Peptide identification output files:  Mascot DAT files, OMSSA ASN.1 or XML formatted 
files, or any search engine output that has been converted to PepXML.  

 Results tables: each sample should have a unique Results table. 
 Optional files? 

 Modifications 

 Quantification 
 

 Transfer the files 
Zip your files and transfer the files via FTP: 

http://www.ncbi.nlm.nih.gov/peptidome/submitdata/ 
 

 Email the Peptidome team  
Inform the Peptidome team of your login id and of the transferred file names: 

peptidome@ncbi.nlm.nih.gov 


